Table S1. Strains and plasmids used in this study

Strains or plasmids

Genotypes and/or descriptions®

Reference or source

Strains

P. aeruginosa
PAO1

AsagS
AsagS::CTX
AsagS::CTX-sag$S

AnicD
APA3177

E. coli
DH5a

Plasmids
pJN105

pMJT-1

pJN-sag$S
pMJT-sag$

pMIT-nicD-V5/6xHis

pMIT-nicDANoTMR-
V5/6xHis

pCdrA::gfp(ASV)

pMF440

Wild-type PAO1
PAO1 Asags (PA2824)

Asag$ harboring the empty pMini CTX vector, Tet®

Asag$ harboring chromosomal insertion of sagS under the
control of the sagS promoter at attB site, cured pMini CTX
vector

PAO1; PA4929::ISlacZ, Tet?

PAO1 APA3177

F- $80/acZAM15 A(lacZYA-argF)U169 recAl endAl
hsdR17(r, mc*) phoA supE44 thi-1 gyrA96 relAl tonA

Arabinose-inducible gene expression vector; pBRR-1 MCS;
araC-Pgap, GmR

araC-Peap cassette of pJN105 cloned into pUCP18, AmpR®
(Carb®)

C-terminal HA-tagged sags$ cloned into pJN105 at Nhel/Sacl,
GmR

C-terminal HA-tagged sags cloned into pMJT1 at Nhel/Sacl,
AmpR® (CarbF)

C-terminal V5/6xHis-tagged nicD cloned into pMJT1 at
Nhel/Xbal, Amp® (CarbF)

C-terminal V5/6xHis-tagged nicD lacking the DISMED2
sensory domain, cloned into pMIJT1 at Nhel/Smal, AmpF
(Carb®)

pUCP22Not-P.qa-RBS-CDS-RNase Ill-gfp(ASV)-To-T1, AmpF,
GmR

Broad host range plasmid for constitutive expression of
mCherry, Amp® (Carb®)

B.H. Holloway
(1)
(2)
(2)

(3)
(4)

Life Technologies

(9)

Michael Franklin
(Addgene plasmid
#62550)

aTet®, tetracyclin-resistant; Gm® , gentamicin-resistant; Amp® , ampicillin-resistant; Carb®, carbenicillin-

resistant.
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